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— galactosyltransferase 397 ff 

— 3-(xylosylgalctoside) 397, 
400, 402 

cyanobacterium(a) 6 ff, 24 ff, 
263, 526 ff 

— nitrogen-fixing 15 

— non-N,-fixing 24 

cyanobiont 6 

cycloheximide 356, 360 ff, 
419 

cyclopiazonic acid 623 ff 

cystein 139, 141 ff, 258 ff, 
365 ff 

cytochalasin 488 

cytochrome b,/f complex 385, 
387, 389, 392, 393, 395 

— chain 197 

— f 144, 146, 147 

cytokinin(s) 1 ff, 36, 480 ff, 
549 ff 

cytoplasmic male-sterile line V 
20A 128, 131, 133 

cytosolic calcium 623 ff 


DI protein 202 ff 

— — synthesis 300 ff 

— — turnover 319 ff, 413 ff 

Dahlia pinnata 595 ff 

Datura innoxia 139, 142 

Daucus carota 22, 397 ff, 
452 ff, 510 ff, 634 ff 

de-etiolation 549 ff 

decanoate 46 

defense mechanism 447 

defense-related enzymes 118, 
125 

dehydration 471, 472, 478 

dehydrins 423 


dehydroascorbate reductase 
253, 254, 257 ff 

dehydrogenases 78 ff 

delphinidin 402 

Dendriscocaulon umhausense 
9, 11 

densipolic acid 238 ff 

depolarization of membrane 
potential 404 ff 

dermal transfer cells 54 ff, 
502 ff 

Dermatocarpon 6, 10,12, 13 

— intestiniforme 8 

— luridum 8, 10 ff 

— meizophyllum 8 

— miniatum 8, 11 ff 

— rivulorum 8 

desaturation of oxygenated fat- 
ty acids 238 ff 

desiccation tolerance 423, 
430, 431 

desiccation-stress protein 472, 
478 

1,2-sn-diacylglycerol 280 

4,6-diamidino-2-phyenylindole 
289, 290 

dichloromethylurea 267 

2,4-dichlorophenoxyacetic acid 
80, 81, 83, 127, 129, 135, 
136, 404 ff, 532 ff 

Dicranum scoparium 10 

Dictochloropsis 8, 10, 14 

N,N’-dicyclohexylcarbodiimide 
502, 506 ff 

Didymopanax morototoni 580, 
584 

diethylstilbestrol 502, 506 ff 

diferulic acids 638 

diffusion coefficient 104 ff 

digitonin 474, 475 

dihydropyridine 381 

dihydrozeatin 551 

4,4’-diisothiocyano-2,2’-stil- 
bene disulphonic acid 542, 
544, 547 

diltiazem 381 

5,5’-dimethyl-oxazolidine-2,4- 
dione 502, 505, 508 

dimethylsulfoxide 417, 418, 625 

2,4-dinitrophenol 60, 62 

Dionaea muscipula 623 ff 

dioxygenases 78 ff 

dithioerythritol 440, 443, 
445 

dithiothreitol 273, 274, 328, 
331, 440, 443 ff 

diurnal modulation of PEP car- 
boxylation 495 ff 

— photoinhibition 469 

divalent-cation carrier 39 

dotriacontane 105, 106, 109 

drought stress 64, 471 ff 

— tolerance 426, 431 

drought-induced 34-kDa pro- 
tein 471 ff 


ectomycorrhizal fungus 118 ff 

eicosa-5,8,11,14-tetraenoic acid 
105, 106 

electrical response to auxins 
404 ff 


electron transport, oxygen-de- 
pendent 580 ff 

elicitors 118 ff 

embryogenesis of microspores 
433 ff 

— somatic 127, 129, 135, 136 

— zygotic 211 ff 

embryogenic response 127 ff 

Endocarpon 6, 10 

— pusillum 8,10 

endodermis 348 ff 

endosperm(s) 230 ff 

energy dissipation 460, 461, 
463 ff 

enterobacteria 24, 29 

environmental stress(es) 151, 
155 

eosin Y 624 

epidermal growth factor 515 

erucic acid 521,523 

erythrosine B 502, 506 ff, 624 

Escherichia coli 51, 66, 201, 
231,271, 278, 376, 518; 523, 
524 

ethephon 78, 80, 81, 83 

ethyl methane sulfonate 385, 
386, 388, 393 

ethylene 78, 80, 81, 83, 85, 
311 

N-ethylmaleimide 60, 62, 559, 
560 

Eubacterium 84 

Eucalyptus globulus 118 

Euglena 443, 444 

— gracilis 442 

— — var. bacillaris 441 

Euonymus kiautschovicus 
460, 462 ff 

Exormotheca holstii 423 


Fagus sylvatica 104 ff 

fatty acid(s) 238 ff, 371 

— — biosynthesis 46 ff, 271 ff 

— — synthase 271 ff 

— — synthesis 517,518, 520, 
322,923 

ferulic acid 397, 402 

Ficus insipida 580, 582 ff 

firefly luciferase gene 211, 
217 ff 

Flaveria 563 ff 

— angustifolia 566 

— anomala 566 

— australasica 566 

— bidentis 565 ff 

— brownii 566, 568 

— chloraefolia 566 

— cronquistii 566 

— floridana 565 ff 

— linearis 566 

— oppositifolia 566 

— palmeri 566, 568 

— pringlei 565 ff 

— pubescens 566 

— ramosissima 566 

— robusta 566 

— sonorensis 566, 567, 569, 
570 

— trinervia 566 

— vaginata 565 ff 

flavin(s) 295, 299 
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flavonoid(s) 517 

— pathway enzymes 397 

flavonol synthase 83 

— 3-beta-hydroxylase 83 

floral meristem 480 ff 

— mutants 480, 482, 483 

— organ differentiation 480, 
481, 486 

— — number 627 ff 

flower development 480, 481, 
483, 485, 486, 627, 630, 632, 
633 

— mutants 480, 482, 483 

fluorescein diacetate 588, 591 

fluorescence quenching 202 ff 

Fontinalis fontanum 10 

Fourier analysis 113, 115 

freezing stress 71 

— tolerance 70 ff 

B-fructofuranosidase 17 

fructokinase 179, 181, 182, 
186 ff 

fructose 173 ff, 179 ff, 186 ff 

fructose-6-phosphate 191, 193 

Fucus 378, 379 

fumarate 529, 531 

Funaria hygrometrica 488 

fusicoccin 504, 505 ff 


G-protein(s) 279, 280, 283, 
285, 286 

gabaculine 413 ff 

GADRNA 78 ff 

galactinol 174, 175, 177, 614, 
617 ff 

galactose 174, 175, 634 ff 

galactosyltransferase 397 ff 

gametophyte(s), female 588, 
591 ff 

Gd3+ 380, 381, 383 

gene(s), Aox 197 ff 

— cab 549, 552 ff 

— chs 552, 553 

— expression | ff, 78, 423 ff 

— — of branching enzyme 
340, 341, 343, 345, 346 

— - of Pin2 447 ff 

— — of plant defense genes 
70, 76 

— - of rbcS 31 ff 

— — of superoxide dismutase 
and glutathione reductase 
sie 

— — transient marker— 211 ff 

— rbcS 31 ff, 549, 552 ff 

— transfer 127, 137 

— — Agrobacterium-mediated 
137 

germination 221, 225, 228, 
229, 288 ff 

gibberellic acid 78 ff 

gibberellins 78 ff, 480 

globulin(s) 221 ff 

Gloeocapsa 8 

B-glucan(s) 121, 123, 124 

B-1,3-glucanase 76, 123, 124 

glucokinase 179, 181, 182, 
186, 190, 191, 195 

glucose 173 ff, 179 ff, 186 ff 

glucose-1-phosphate 542, 
546, 547 


glucose-6-phosphate 190, 
191, 195, 495, 498 ff, 542, 
543, 546, 547 

— dehydrogenase 512,515 

— translocator 542, 543, 547 

B-glucosyl Yariv reagent 
452 ff 

B-glucuronidase 211, 212, 
255, 217 

glutamate 26, 27, 29, 526 ff 

— synthase, ferredoxin-depen- 
dent 24, 26 ff, 527, 529, 
530 

glutamine 24, 26 ff, 527 ff 

— synthetase 24 ff, 527, 530 

y-glutamylcystein 139, 

141 ff, 258, 259, 365 ff 

— synthetase 365 ff 

glutathione 139, 141 ff, 151 
ff, 253, 254, 258 ff, 371, 
373, 374, 376, 443 ff 

— reductase 151 ff, 253, 254, 
257 ff, 365, 366, 368, 370, 
371, 373 ff 

— synthesis 365 ff 

glutelin 221 ff 

glyceraldehyde-3-phosphate 
dehydrogenase 609 

Glycine 62 

— max 197 ff, 224, 365 

glycoaldehyde 12, 14 

glycoprotein(s) 17, 221, 224, 
225, 227, 228; 510, 512,313, 
515 

glycosyltransferases 397 ff 

glyoxylate cycle 50, 51 

— - enzymes 52 

— pathway 47 

graphite furnace atomic absorp- 
tion spectrometry 42,44 

graviresponse 87, 88, 91, 92, 
94 

gravisensing 87, 88, 90, 94 

gravitropism 310 ff 

green alga 6 ff, 29 

growth irradiance 300 ff 

— rate of roots 87,92, 94 

— responses, tissue-specific 
310 

guaiacol peroxidase 371 

guanosine 3’,5’-cyclic mono- 
phosphate 557 

— triphosphate-binding pro- 
teins 557 ff 

gum arabic 455 

Guzmania monostachia 395 


H+-ATPase 502 ff 

— vacuolar-type 95 ff 

Hansenula anomala 197, 198, 
200 

Haplopappus gracilis 397, 
402 


Hartig net 118 

heat dissipation 465, 466, 
469 

— resistance of photosystem II 
324 


— shock 433, 434, 436, 438 
— — proteins 433, 436, 438 
— Stress 324, 325, 328, 331 


heavy-metal-binding peptides 
139 ff 

Hebeloma crustuliniforme 
118 ff 

heme 413 ff 

Hemerocallis fulva 517 

Hepaticae 6,7, 11 

herbicide(s) 517, 523 

— inhibition 517 

hexacyanoferrate III 502, 
506 ff 

hexadecane 105, 106 

hexadecanoic acid 105, 106 

hexose accumulation 246 ff 

— metabolism 179 ff, 186 ff 

— phosphate 179 ff, 192, 195 

hexose-to-sucrose ratio 246 ff 

high-chlorophyll-fluorescence 
mutants 385 ff 

Hippeastrum 397 

Hirschfeldia incana 569 

H,O, 118 ff, 371, 373 ff 

Hordeum vulgare 22, 106, 
108, 230 ff, 517, 572 ff 

hydraulic conductivity of root 
348 ff 

hydrogen peroxide 118 ff, 
371, 373 ff 

hydrolases 430 

9-/13-hydroperoxyoctade- 
cadienoic acids 288 

9-hydroxy-stearate 238, 242, 
244, 245 

4-hydroxybenzoic acid 397, 
402 

hydroxypyruvate reductase 
gene expression | ff 

Hyoscyamus niger 82, 83 

Hypnum cupressum 10 

hypodermis 348, 349, 351, 

354 


Impatiens balsamina 503 

indole-3-acetic acid (IAA) 
316, 404 ff, 532 ff 

indole-3-butyric acid 404 ff 

inflorescence of rice, histology 
129 

inosine 5’-phosphosulfate 
404,443, 444 

myo-inositol 173 ff, 617, 621 

inositol 1,4,5-triphosphate 
279 ff 

intermediary cells 171, 172, 
176, 177, 614 ff 


invertase(s) 17 ff, 246 ff, 
253 ff 
— gene(s) 17, 18, 22, 23 


iodine 340 ff 

ion channels 39, 44 
Ipomoea tricolor 144 ff 
Iris 522 

isocitrate lyase 46, 50 ff 
N6-isopentenyladenine 551 
jasmonic acid 288, 447 ff 


K+ 118, 119, 121, 122, 124 
— channel(s) 279 ff 
kaempferol 402 

Kalanchoe blossfeldiana 110 
— daigremontiana 110 ff 


IX 


kanamycin-segregation analysis 
605 


B-ketoacyl-acyl carrier protein 
synthase III 271 ff 

kinetin 80, 127, 129, 136 

Kranz anatomy 564 

— syndrome 563 

La3+ 41, 43, 44, 623 

lacmoid clearing technique 
601 

late-blight disesase resistance 
70 ff 

late-embryogenesis-abundant 
proteins 423, 426, 430 

Lathyrus 62 

laurate 46 

lauroyl-acyl carrier protein 
thioesterase 46 ff 

leaf age 144 ff 

— celltypes 572, 573, 575 

— fatty-acyl composition 46, 
48,51 

— ontogenesis 32, 33, 36 

— senescence 144, 145, 148, 
149, 580, 583, 585, 586 

— temperature 110 ff 

leaflet movement(s) 279, 284 ff 

legumin-type globulins 221 

Lemna 36 

— gibba 554 

— trisulca 488 

Lepidium 624 

Lesquerella 238 ff 

— arctica 239 

— auriculata 239, 240, 242 ff 

— fendleri 239 

— kathryn 239, 240, 241, 243, 
244 

lesquerolic acid 238, 240, 243 

lichens 6 ff 

Lichina pygmaea 10 

light resistance of photosystem 
I 324 

— response in seagrass 319 ff 

— stress 209, 325, 328, 329, 
331, 332, 460 ff 

light-dependent turnover of cat- 
alase and D1 413 ff 

Linaria maroccana 177 

lincomycin 300, 302 ff, 321, 
322 

linoleate 48, 288, 292 

linolenic acid 238, 240, 241, 
243, 245, 447 ff 

Linum usitatissimum 87,91 ff 

lipid body(ies) 288 ff 

— hydroperoxide(s) 373, 376 

— peroxidation 371 ff 

lipoxygenase 288 ff 

liverwort 423 ff 

Lobaria 14 

— amplissima 9 ff 

lodicules 627 ff 

Lolium 311 

— multiflorum 458 

Lonchocarpas capassa 228 

lubricants 452 

Lucifer Yellow 577 

luciferase bioluminescence 
217, 218 

Luehea seemannii 580, 584 
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Luffa cylindrica 595 
Lupinus albus 221 ff 
lutein 325, 330 
Lycopersicon 365 

— esculentum 22, 78, 125, 
365, 447 


macroalga 440 ff 

magnetic forces 88, 90, 92, 93 

magnetophoresis of amylo- 
plasts 87 ff 

Mahonia 467 

major intrinsic protein 95, 102 

malate 110, 112, 114 ff, 
495 ff, 529, 531 

— synthase 50 ff 

malondialdehyde 253, 256, 
259, 260 

malonyl-acyl carrier protein 
271, 273 ff 

malonyl-CoA 517, 521, 523 

maltose 504, 507 

Malva 467 

mannitol 175, 177, 179 ff, 
188 ff, 356, 358, 359, 361 ff 

mannose 226 ff 

mastoparan 279, 280, 282 ff, 
557, 559 

Matthiola incana 397, 398, 
402 

Medicago sativa 538 

Mehler-peroxidase pathway 
580, 585, 586 

membrane depolarization 
404 ff 

— potential 503, 505, 506, 508 

— transport 54, 55, 59, 61 

Mesembryanthemum crystalli- 
num 116, 499 

mesophyll 614 ff 

— cells 572, 573, 575, 577, 
578 

Mesotaenium 493 

mestome sheath 572 ff 

L-methionine-D,L-sulfoximine 
24, 26, 28, 29 

methoxyverapamil 381, 383 

B-methylene-adenosine 5’-pho- 
sphosulfate 440, 444, 445 

a-methylmannoside 20 

3-methylxanthine 334 ff 

7-methylxanthine 334 ff 

microalga(e) 6,7 

microbeam irradiation 488 ff 

microgravity 589, 593 

microprojectile bombardment 
211, 212, 218 

microsomal proteins 356, 360, 
361 

microspores 433 ff 

microtubular cytoskeleton 
310 ff 

microtubule(s) 310 ff, 433, 
434, 436, 438 

minor-vein anatomy 171 ff 

mitochondrion(a) 197, 198 

model simulation of CAM 
110 ff 

monoclonal antibody 452 ff 

monodehydroascorbate-radical 
reductase 253, 254, 258 ff 


MonoQ anion exchange 17, 
20, 21 

morphogenesis 634, 637 

2-(N-morpholino)ethanesulfon- 
icacid 179 ff, 188 ff 

motor cells 279 ff 

Mougeotia 488, 493 

multigene family 64 ff, 197 ff 

Musci 7 

mutant(s) amp] of Arabidopsis 
549 ff 

— amylose-free 340 ff 

— of Chlamydomonas 
reinhardtii 263 ff 

— flacca 81, 82,85 

— floral/flower 480, 482, 
483 

— floral organ number 627 ff 

— gibl 78,81 ff 

— high-chlorophyll-fluores- 
cence 385 ff 

- Nr 81,83 

— photosynthetic 385, 386 

— sit 81, 82, 85 

mutations 627 ff 

— waxy 230 ff 

mycobiont(s) 6,7, 10 

myo-inositol 173 ff, 617, 621 

Myrmecia 8 ff 


NaCl 419 

NAD kinase 510,514 

Nanochloris 7,8, 10, 14, 15 

o-naphthalene acetic acid 
127, 129, 136, 404 ff 

B-naphthalene acetic acid 
404 ff 

naphthalene-1-acetic acid 
532 ff 

naphthalene-2-acetic acid 532, 
535 ff 

naphthylphthalamic acid 532, 
333,333 

neomycin 279, 282, 283, 
285 

neoxanthin 325, 330 

Nephroma laevigatum 10 

Neurospora crassa 198 

neutral sugar chains 634 ff 

Nicotiana 410, 444 

— alata 82,452 

— plumbaginifolia 152, 260 

— sylvestris 442 

— tabacum 197, 200, 253 ff, 
405, 476 ff, 517, 532 ff, 
604 ff 

nifedipine 381 

nigericin 300, 304, 305 

nitrate 495, 497 ff, 526 ff 

— assimilation 24 ff 

— reductase 1, 24 ff, 365, 366, 
368, 369 

— resupply 526 ff 

nitrite reductase 24 ff 

nitrogen nutrition 144 ff 

— source 495 ff 

— starvation 526 ff 

nonphotochemical fluorescence 
quenching 202, 203, 208, 
460 ff, 582, 583, 585, 586 

Nostoc 6 ff 


Ocimum basilicum 171, 173, 
174 

octacosane 105, 106, 109 

octadec-9-enoic acid 105, 106 

octadec-9, 12-dienoic acid 
105, 106 

octadec-9,12,15-trienoic acid 
105, 106 

octadecan 105, 106 

octadecanoic acid 105, 106 

oil seed(s) 238 ff, 520, 523 

okadaic acid 495, 497 

oleic acid 238, 244 

oleosin(s) 288, 291 

oleoyl-acyl carrier protein thio- 
esterase 46 

ontogenetic regulation of rbcS 
genes 31 ff 

ophiobolin A 378, 382, 384 

organic acids 526 ff 

ornithine 528, 530 

orthogravitropic response 310 

orthophosphate transport 
542 ff 

Oryza sativa 127 ff, 226, 228, 
452 ff, 573, 627 ff 

oryzalin 310 ff 

osmotic stress 70, 71, 76 

osmotin-like protein 70 ff 

ovules of Arabidopsis 588 ff 

oxaloacetate 526, 528 ff 

oxaloacetic acid 500, 501 

oxidase, alternative 197 ff 

B-oxidation 46, 47, 50 ff 

oxidative stress 151, 155, 253, 
254, 257, 260, 365, 368, 369, 
371 ff 

2-oxoglutarate 24 ff, 526, 528, 
529, 531 

oxygen evolution activity 
319,320 

— sensitivity 563 ff 

oxygen-dependent electron 

transport 580 ff 


Panicum antidotale 564 

— bisulcatum 564 

— milioides 564 

— virgatum 517 

parenchyma cells 572 ff 

particle bombardment 211 ff 

pathogen infection 70 

pathogenesis-related genes 75, 
76 

pea cotyledons 95 ff 

pectic polysaccharides 634 ff 

pectin(s) 634, 636 ff 

pelargonidin 402 

Pellia 10,11 

Peltigera leucophlebia 11 ff 

Pelvetia 378 ff 

— fastigiata 378 

peptide-N-glycosidase F 221, 
228 

periodic acid-Schiff reagent/re- 
action 510,513 

permeability coefficient of root 
348 ff 

Peronospora tabacina 75 

peroxidase 118, 124, 125 

pertussis toxin 559 ff 


pesticides 108 

petroselinic acid 46, 245 

Petroselinum crispum 171, 173, 
175 

Petunia 398, 402 

— hybrida 397 

— rbcS genes 37 

Phaeoceros 10, 11, 15 

Phaseolus 62 

— coccineus 228 

— lunatus 228 

— vulgaris 228 

— — rbcS gene family 31 ff 

phenylpropanoid pathway en- 
zymes 397 

phloem 179, 183 ff 

— anastomoses 595 ff 

— loading 171, 172, 176 ff, 
572 ff, 614 ff 

Phormidium laminosum 24 ff, 
526 ff 

phosphatidylcholine 238, 
240 ff 

phosphatidylinositol 4,5-bis- 
phosphate 280, 282, 285 

3’-phosphoadenosine 5’-phos- 
phosulfate 440, 443 ff 

phosphoenolpyruvate carboxyl- 
ase 530 

— carboxylation 495 ff 

3-phosphoglycerate 604, 607, 
609 


3-phosphoglyceric acid 546, 
547 


phosphoinositide(s) 279, 280, 
284, 285 
phospholipase C 279, 280, 
282, 283, 285, 557, 561 
phosphoribulokinase 265, 266 
phosphorylation / dephosphor- 
ylation 118, 119, 122 ff 
— of proteins 294 ff 
photoassimilate pathways 
572 ff 
photobiont 6 ff 
photoinactivation 300 ff, 413, 
414, 418 ff 
photoinhibition 202 ff, 300 ff, 
319, 322, 323, 580 ff 
— diurnal 469 
photomorphogenesis 550, 
554 
photon exposure 300, 302 ff 
— flux density 110, 111, 113, 
115, 116, 144 ff, 202 ff, 
328 ff, 460 ff, 564 ff, 580, 
582 ff 
photopolarization 378 ff 
photoprotection 319, 322, 
323, 460, 580, 585 
photoprotectors 325 
photoreceptor 294 ff 
photoregulation 31 ff 
photorespiration 580, 582, 
584 ff 
— oxygen sensitivity 563 ff 
photosymbiodemes 9, 10, 14 
photosynthesis 264 
— oxygen sensitivity 563 ff 
photosynthetic apparatus 
144 ff, 300 ff, 471, 478 
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— characteristics in photobiont 
associations 11,12 

— mutants 385, 386 

— oxygen (O,) evolution 302, 
303, 306, 324, 327 

photosystem I 385, 387, 
389 ff 

— — reaction-centre chloro- 
phyll 385, 386, 389, 391 ff 

- Il 202 ff, 300 ff, 385, 387, 
389 ff, 413 ff, 460 ff, 564, 
567, 570, 582, 583, 585 

— - efficiency 319 ff 

— — thermal stability 324 ff 

phototropic bending reaction 
294 

phototropism 294, 295, 299 

Phycomyces 94 

phytochelatins 139, 141, 142 

phytochrome 31, 36, 488 ff, 
557 

phytopathogenic fungi 70 

Phytophthora infestans 70 ff 

— parasitica var. nicotianae 
70, 75 

phytosiderophores 39 

phytotropin(s) 533, 537, 538 

Picea 444 

— abies 104 ff, 118 ff, 365, 
442 

Pinus strobus 365 

— sylvestris 151 ff 

Pisolithus 124 

— tinctorius 118 

Pisum sativum 61, 95 ff, 155, 
202, 224, 294, 300, 365, 472, 
495 ff, 517 

Placopsis gelida 15 

plant defense genes 70 

— growth regulators 549, 550 

— — substances 480 

— pathogen interactions 118, 
125 

— regeneration 127 ff 

Plantago media 124 

plasma membrane 95 ff, 294 
ff, 404, 405, 409 ff, 452, 
453, 456 ff, 623 ff 

— — proton ATPase 405, 410, 
411 

plasmalemma 557 ff 

plasmodesmata 572 ff, 614, 
615, 618, 619, 621 

plasmodesmatal channel 618 

plasmolysis 615, 620 

plastoquinone reoxidation 
325, 331, 332 

Platismatia glauca 11 ff 

pollen 588, 591 ff 

— development 433, 434, 436 ff 

polyethylene glycol 608 

— — 6000 17, 20,21 

polygalacturonidase 345 

Polygonum type female game- 
tophyte 592 

polymerase chain reaction 
197 ff 

polyol(s) 171, 172, 178 

Polytrichum 61 

— formosum 503, 508 

polyvinylidenedifluoride 224 


Porphyra yezoenzis 440 ff 
porphyrin 413 ff 
potato cultivars 246 ff 
Preissia quadrata 10 
prolamin(s) 221, 224, 228 
propionic acid 502, 505, 508 
protease inhibitors 498 
protein / chlorophyll ratio 
527, 528 
— kinase 118, 122, 125, 294 ff 
— — inhibitors 495, 497, 498, 
500 
— phosphatase inhibitors 495, 
497, 498, 500 
— phosphorylation 495, 497, 
500 
proteinase inhibitor(s) 78 ff 
- I 447 ff 
prothallial fern cells 488 ff 
proton motive force 55, 502, 
503, 505,508, 509 
proton-sucrose symport 502 ff 
protoplasts of aleurone 356 ff 
— oftransfer cells 54, 55, 
57 ff, 502, 504 ff 
Pseudobombax septenatum 
580, 582 ff 
Pseudochlorella 7, 10, 14, 15 
Pseudomonas 76 
— testosteroni 84 
Psilolechia lucida 7 
pulvinus 279 ff 
purine alkaloids 334 ff 
pyrenoid 6 ff, 263 ff 
pyrenoylbenzoic acid 532, 
537, 538 
pyridoxal phosphate 544 
pyrophosphatase 95 ff 
Pyrus communis 108 
pyruvate 197, 528, 529 
— kinase 530 


quercetin 402 


raffinose 21, 22, 174, 175, 
177, 614 ff 

raffinose-family oligosaccha- 
rides 171, 174, 175, 177, 
178 

Rauvolfia serpentina 139 

rbcS gene family 31 ff 

reactive oxygen intermediates 
151, 152, 156 

redox regulation 151 ff 

reflection coefficient of root 
348 ff 

reproductive development mo- 
difications 588 ff 

rhamnose 635, 636, 638 

Rhizoctonia solani 75 

Rhodophyta 440 ff 

ribulose- 1 ,5-bisphosphate 
144, 146 ff, 564, 569, 570, 
604, 606 ff 

— carboxylase/oxygenase 
(Rubisco) 7, 15, 31, 36, 37, 
263 ff, 563, 564, 568 ff, 586 

— — activase content 604 ff 

— — carbamylation 604 ff 

— — cyanobacterial 7 

— gene 549, 552 ff 


Riccia fluitans 423 ff 

Ricciocarpus natans 423 

ricinoleic acid 238, 240, 
242 ff 

Ricinus communis 184, 238, 
517, 595 

rifampicin 27, 29 

Rocella phycopsis 6, 11 ff 

root(s) bending 310,311, 
314 ff 

— curvature 87 ff 

— hydraulic conductivity 
348 ff 

— of maize 310 ff, 348 ff 

— permeability coefficient 
348 ff 

— reflection coefficient 348 ff 

Rosa 458 


Saccharomyces cerevisiae 155 

salicylic acid 198 

salmonid protein 472, 478 

Samanea saman 279 ff 

Sauromatum guttatum 198, 
200, 201 

Scatchard analyses 558, 559 

scopoletin 358 

Secale cereale 413 ff 

seed(s) of Cuphea 271, 272, 
274 ff 

— development 221, 225, 228, 
229 

— oils 46, 238, 244, 245 

— protein(s) 221 ff 

Selenastrum minutum 29, 530 

senescence of leaf 144, 145, 
148, 149, 260 

sense / antisense RNAs 70, 
72,73 

Setaria italica 510 

shade acclimation 147, 148, 
149 

shading 144 ff 

sieve element-intermediary cell 
complexes 614, 616 ff 

— tube(s) 572 ff, 595, 596, 
598, 601 

— — companion cell complexes 
572 ff 
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